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encephalitis, 1117 
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molecular forms, 643 
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land use, 1023 
mosquito diversity, 1023 
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Amazon Basin, 
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mosquito ecology, 1165 
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quantitative real-time 
polymerase chain 
reaction, 267 
Rickettsia amblyommii, 267 
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267 
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birds, 770 
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insecticide resistance, 885 
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malaria, 841 
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mosquito ecology, 1165 
Mozambique, 885 
Nyssorhynchus, 970 
oviposition response, 1039 
Panama, 841 
partially sterilizing dose, 698 
Peru, 1165 
solid phase microextraction, 
1039 
sterile insect technique, 698 
Anopheles arabiensis, 
Anopheles gambiae, 242 
insecticide resistance, 242 
kdr, 242 
monooxygenase, 242 
Anopheles darlingi, 
malaria, 172 
paratransgenesis, 172 
Anopheles fluviatilis S, 
Anopheles harrisoni, 852 
Anopheles minimus, 852 
distribution, 852 
ecological niche, 852 
Anopheles gambiae, 237, 242, 260, 
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alternative mating strategies, 
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kdr mutations, 237 
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distribution, 852 
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correlation, 1007 
distribution, 852 
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Anopheles quadrimaculatus, 
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Phlebotominae, 982 
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visceral leishmaniasis vector, 
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antennal sensilla, 
Chagas disease, 660 
habitat, 660 
phenotype, 660 
Triatoma infestans, 660 
antibody, 94, 470 
bloodmeal, 470 
bovine lymphocytes, 94 
enzyme-linked 
immunosorbent assay, 
470 
lymphocyte suppression, 94 
mosquito, 470 
salivary gland protein, 94 
stable fly, 94 
wildlife disease, 470 
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aquaporin, 
Dermacentor variabilis, 68 
ovary, 68 
tick, 68 
Arachnida, 
brown recluse spider, 36 
Loxosceles, 36 
spider control, 36 
urban entomology, 36 
arboviral epidemics, 
hydrologic monitoring, 458 
St. Louis encephalitis virus, 
458 
water table depth, 458 
West Nile virus, 458 
arbovirus, 
Aedes, 581 
blood-feeding behavior, 1143 
container, 581 
Culex, 581 
cytochrome b, 1143 
larvae, 581 
mosquitoes, 1143 
vector, 1143 
artificial containers, 
Aedes aegypti, 375 
Aedes albopictus, 375 
condition-specific 
competition, 375 
Culicidae, 375 
Atlantic forest, 
Amblyomma longirostre, 770 
Amblyomma parkeri, 770 
birds, 770 
Rickettsia amblyommii, 770 
attraction, 
Culex pipiens, 384 
floral nectar preference, 384 
4-methylphenol, 638 
mosquitoes, 384 
3-n-propylphenol, 638 
-ctenol, 638 
oral insecticide, 384 
semiochemicals, 638 
Australia, 737, 1087 
bifenthrin, 1087 
Bistar 80 SC, 1087 
Culex annulirostris, 1087 
Mansonia septempunctata, 737 
Ross River virus, 737 
tent treatment, 1087 
Verrallina carmenti, 737 
Verrallina lineata, 737 
avian malaria, 
Culex quinquefasciatus, 600 
dispersal, 600 
Hawaiian Islands, 600 
mark-release-recapture, 600 
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oviposition response, 1039 
solid phase microextraction, 
1039 
Bartonella, 
Amblyomma americanum, 176 
PCR, 176 
Bayesian statistics, 
Ixodes scapularis, 556 
population estimates, 556 
bed bug, 229, 1092 
Cimex lectularius, 229 
deltamethrin resistance, 1092 
genetic variation, 229 
knockdown resistance (kdr), 
1092 
mitochondrial DNA, 229 
voltage-sensitive sodium 
channel, 1092 
behavior, 
Culicoides sonorensis, 921 
generalized linear mixed 
model, 921 
vesicular stomatitis virus, 921 
behavioral responses, 
Aedes aegypti, 251 
DDT, 251 
deltamethrin, 251 
excito-repellency, 251 
bifenthrin, 
Australia, 1087 
Bistar 80 SC, 1087 
Culex annulirostris, 1087 
tent treatment, 1087 
bionomics, 
Amazon Basin, 1165 
Anopheles, 1165 
mosquito ecology, 1165 
Peru, 1165 
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deet, 891 
insect repellent, 891 
mosquitoes, 891 
ticks, 891 
birds, 
Amblyomma longirostre, 770 
Amblyomma parkeri, 770 
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Culex annulirostris, 1087 
tent treatment, 1087 
blood, 
flea, 933 
plague, 933 
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Yersinia pestis, 933 
blood feeding, 
Culex nigripalpus, 326 
gene expression, 326 
midgut, 326 
blood-feeding behavior, 533, 1143 


arboviruses, 1143 
cytochrome b, 1143 
hosi-seeking behavior, 533 
mosquitoes, 1143 
spatial repellent, 533 
vector, 1143 
blood feeding source, 
Culicidae, 873 
Haemagogus, 873 
regional variation, 873 
bloodmeal, 
antibody, 470 
enzyme-linked 
immunosorbent assay, 
470 
mosquito, 470 
wildlife disease, 470 
blood-meal analysis, 
bridge vector, 125 
Culex pipiens, 125 
West Nile virus, 125 
Bluetongue virus, 
Culicoides, 129 
oral susceptibility, 129 
TissueLyser, 129 
vector competence, 129 
Boophilus microplus, 427, 677 
acaricide, 427 
inheritance, 427 
metabolic esterase, 677 
pyrethroid resistance, 677 
recombinant protein 
expression, 677 
southern cattle tick, 427 
Borrelia burgdorferi, 
infectivity, 139 
Ixodes scapularis, 139 
prevalence, 139 
reservoir competence, 139 
Borrelia burgdorferi s.s., 
Ixodes scapularis, 732 
Lyme disease, 732 
ticks, 732 
transmission dynamics, 732 
bovine lymphocytes, 
antibody, 94 
lymphocyte suppression, 94 
salivary gland protein, 94 
stable fly, 94 
Brazil, 
peridomicile, 14 
sylvatic environment, 14 
Triatoma juazeirensis, 14 
Triatoma pseudomaculata, 14 
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bridge vector, 
blood-meal analysis, 125 
Culex pipiens, 125 
West Nile virus, 125 
brown recluse spider, 
Arachnida, 36 
Loxosceles, 36 
spider control, 36 
urban entomology, 36 


C 
cadmium, 
environmental pollution, 812 
Ixodes ticks anomalies, 812 
tick-born pathogens, 812 
vectorial capacity, 812 
California, 115, 751 
carbon dioxide, 115 
control, 751 
horse, 115 
mosquito, 115, 751 
vector-borne disease, 751 
West Nile virus, 115, 751 
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forensic entomology, 785 
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postmortem interval, 785 
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Ae. aegypti, 391 
Anopheles gambiae, 260 
insecticide resistance, 260 
kdr, 260 
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mitochondrial DNA, 391 
population genetics, 391 
pyrethroids, 260 
carbon dioxide, 
California, 115 
horse, 115 
mosquito, 115 
West Nile virus, 115 
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Europe, 347 
Spain, 347 
Stegomyia, 347 
catnip, 
Aedes intrudens, 1080 
dihydronepetalactone, 1080 
repellent, 1080 
Simulium decorum, 1080 
cattle, 
Dermacentor andersoni, 1000 
engorgement, 1000 
feeding duration, 1000 
skin temperature, 1000 
cephalothorax length, 
Aedes aegypti, 331 
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fitness, 331 
wet weight, 331 
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habitat, 660 
phenotype, 660 
Phyllosoma, 52 
population structure, 52 
salivary proteins, 52 
Triatoma dimidiata, 52 
Triatoma infestans, 660 
Chagas’ disease vector, 
egg, 421 
first instar, 421] 
insecticide resistance, 421 
Triatoma infestans, 421 
China, 
Dermacenter silvarum, 741 
Rickettsia, 741 
chipmunks, 
granulocytic anaplasmosis, 763 
gray squirrels, 763 
Ixodidae, 763 
Sciurus griseus, 763 
Chirorhynchobiidae, 
acari, 193 
ectoparasites, 193 
morphology, 193 
phyllostomid bats, 193 
cholesterol, 
Aedes, 439 
insecticide, 439 
larvicide, 439 
sterol carrier protein, 439 
Cimex lectularius, 229, 956 
bed bug, 229 
control, 956 
genetic variation, 229 
infestation, 956 
mitochondrial DNA, 229 
urban pest, 956 
CIMSiM, 
Aedes aegypti, 1173 
modeling, 1173 
population, 1173 
pupal crop, 1173 
simulation, 1173 
climate, 
Aedes, 800 
Culex, 800 
Culiseta, 800 
Ochlerotatus, 800 
colony maintenance, 
in vitro alternatives, 9 
membrane feeding, 9 
Phlebotomus papatasi, 9 
sand fly, 9 
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containers, 629 
genetic control, 698 
invasive, 629 
mosquito, 629 
partially sterilizing dose, 698 
sterile insect technique, 698 

computer simulation, 
potential distribution, 540 
Puebla State, 540 
Triatominae, 540 
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Aedes aegypti, 375 
Aedes albopictus, 375 
artificial containers, 375 
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container, 28, 581, 629 
Aedes, 581 
Aedes aegypti, 28 
arbovirus, 581 
competition, 629 
Culex, 581 
Culex pipiens, 28 
invasive, 629 
larvae, 581 
mosquito, 629 
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rainfall, 28 

control, 751, 899, 956 
California, 751 
Cimex lectularius, 956 
infestation, 956 
Ixodes scapularis, 899 
mosquitoes, 751 
4-Poster, 899 
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vector-borne disease, 751 
West Nile virus, 751 
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environment, 1007 
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resistance, 905 

Rhipicephalus (Boophilus) 

microplus, 905 

synergist, 905 

Ctenocephalides felis felis, 
dog fleas, 1139 
endoparasites, 1139 
gregarines, 1139 
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Aedes, 581, 800 
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feeding pattern, 927 
Japanese encephalitis, 927 
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larvae, 581 
Mansonioides, 927 
Ochlerotatus, 800 
Culex annulirostris, 
Australia, 1087 
bifenthrin, 1087 
Bistar 80 SC, 1087 
tent treatment, 1087 
Culex nigripalpus, 326, 877 
actin and blood feeding, 877 
blood feeding, 326 
gene expression, 326 
midgut, 326 
mosquito, 877 
Culex perexiguus, 
Culex pipiens, 939 
Israel, 939 
mosquitoes, 939 
West Nile, 939 


Culex pipiens, 1, 28, 125, 384, 452, 
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Aedes aegypti, 28 

Aedes vexans, 452 

attraction, 384 

blood-meal analysis, 125 

bridge vector, 125 

container, 28 

Culex perexiguus, 939 

Culex restuans, 1 

enzootic vector, 452 

floral nectar preference, 384 

Israel, 939 

morphology, | 

mosquitoes, 384, 939 

oral insecticide, 384 

population dynamics, 28 

rainfall, 28 

surveillance, 1 

vector competence, 452 

West Nile virus, 1, 125, 452, 
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Culex pipiens complex, 203, 276, 
1126 

Culex tarsalis, 1126 

DV/D, 203 

host-seeking activity period, 
276 

host-seeking height, 276 

hybridization, 203 

molecular identification, 203 

pipiens, 276 

St. Louis encephalitis virus, 
1126 

vector competence, 1126 

West Nile virus, 276, 1126 

Culex pipiens pipiens, 

extrinsic incubation period, 
445 

horizontal transmission, 445 

vertical transmission, 445 

West Nile virus, 445 
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St. Louis encephalitis virus, 
494 
West Nile virus, 494 
western equine 
encephalomyelitis virus, 
494 
Culex quinquefasciatus, 82, 600, 
1187 
Anopheles quadrimaculatus, 82 
avian malaria, 600 
dispersal, 600 
Flavivirus, 1187 
Guatemala, 1187 
Hawaiian Islands, 600 
insect flavivirus, 1187 
mark-release-recapture, 600 
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surveillance, 1 
West Nile virus, 1 
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Culex pipiens complex, 1126 
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494 
St. Louis encephalitis virus, 
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West Nile virus, 494, 1126 
western equine 
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overwintering, 610 
seasonal migration, 610 
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Culicidae, 375, 873 
Aedes aegypti, 375 
Aedes albopictus, 375 
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blood feeding source, 873 
condition-specific 
competition, 375 
Haemagogus, 873 
regional variation, 873 
Culicoides, 
Bluetongue virus, 129 
oral susceptibility, 129 
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vector competence, 129 
Culicoides sonorensis, 
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generalized linear mixed 
model, 921 
vesicular stomatitis virus, 921 
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mosquito, 775 
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blood-feeding behavior, 1143 
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Lutzomyia tihuiliensis, 653 
Lutzomyia verrucarum group, 
653 
mosquitoes, 1143 
sand flies, 653 
vector, 1143 
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development, 401 
environment, 401 
permethrin, 401 
cytochrome P450, 
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expressed sequence tags, 686 
Hematobia irritans, 686 
insecticide resistance, 686 
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DDT, 
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behavioral responses, 251 
deltamethrin, 251 
excito-repellency, 251 
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Peromyscus maniculatus, 1160 
plague, 1160 
Yersinia pestis, 1160 
deet, 
BioUD, 891 
insect repellent, 891 
mosquitoes, 891 
ticks, 891 
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pupal productivity, 148 
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deltamethrin, 
Aedes aegypti, 251 
behavioral responses, 251 
DDT, 251 
excito-repellency, 251 
deltamethrin resistance, 
bed bug, 1092 
knockdown resistance (kdr), 
1092 
voltage-sensitive sodium 
channel, 1092 
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engorgement, 1000 
feeding duration, 1000 
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skin temperature, 1000 
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Dermacentor variabilis, 509 
Rickettsia rhipicephali, 509 
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habitat quality, 867 
invasion, 867 
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Rickettsia rickettsii, 509 
Rocky Mountain spotted 
fever, 509 
tick, 68 
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environment, 401 
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resistance, 905 
Rhipicephalus (Boophilus) 
microplus, 905 
synergist, 905 
dihydronepetalactone, 
Aedes intrudens, 1080 
catnip, 1080 
repellent, 1080 
Simulium decorum, 1080 
Diptera, 
forensic entomology, 522 
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522 
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Dirofilaria imnitis, 
dogs, 169 
Mexico, 169 
microfilaria, 169 
Ochlerotatus taeniorhynchus, 
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dispersal, 
avian malaria, 600 
Culex quinquefasciatus, 600 
Hawaiian Islands, 600 
mark-release-recapture, 600 
distribution, 832, 852, 959 
Anopheles fluviatilis S, 852 
Anopheles harrisoni, 852 
Anopheles minimus, 852 
ecological niche, 852 
Latrodectus geometricus, 959 
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rioplatensis n. sp., 832 
Ornithodoros (Alectorobius) 
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venom, 959 
diving, 
Anopheles gambiae, 1050 
malaria, 1050 
predator avoidance, 1050 
wolf spider, 1050 
dog fleas, 
Ctenocephalides felis felis, 1139 
endoparasites, 1139 
gregarines, 1139 
Steinina sp., 1139 
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Mexico, 169 
microfilaria, 169 
Ochlerotatus taeniorhynchus, 
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double-stranded RNA, 
Aedes aegypti, 414 
inhibitor of apoptosis, 414 
pesticide, 414 
RNA interference, 414 
dryland salinity, 
population dynamics, 1011 
Ross River virus, 1011 
DV/D, 
Culex pipiens complex, 203 
hybridization, 203 
molecular identification, 203 


E 
eastern equine encephalitis virus, 
mosquito, 720 
Peru, 720 
transmission, 720 
ecoinformatics, 
cyberinfrastructure, 775 
ecology, 775 
mosquito, 775 
population dynamics, 775 
ecological equivalence, 
invasion biology, 20 
larval competition, 20 
phenology, 20 
West Nile virus, 20 
ecological niche, 852 
Anopheles fluviatilis S, 852 
Anopheles harrisoni, 852 
Anopheles minimus, 852 
distribution, 852 
ecology, 314, 775 
cyberinfrastructure, 775 
ecoinformatics, 775 
Ixodes ricinus, 314 
mesquito, 775 
population dynamics, 775 
risk mapping, 314 
ticks, 314 
vectors, 314 
ectoparasites, 193, 745 
acari, 193 
Chirorhynchobiidae, 193 
Ixodes tasmani, 745 
koalas, 745 
morphology, 193 
phyllostomid bats, 193 
Rickettsia, 745 
spotted fever group, 745 
egg, 160, 421, 693 
Chagas’ disease vector, 421 
first instar, 421 
head lice, 693 
insecticide, 693 
insecticide resistance, 421] 
longevity, 160 
Lutzomyia longipalpis, 160 
moisture, 160 
oviposition, 160 
pyrethroids, 693 
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Triatoma infestans, 421 
endoparasites, 

Ctenocephalides felis felis, 1139 

dog fleas, 1139 

gregarines, 1139 

Steinina sp., 1139 
engorgement, 
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Dermacentor andersoni, 1000 

feeding duration, 1000 

skin temperature, 1000 
environment, 401, 1007 

Aedes aegypti, 401 

Anopheles minimus, 1007 

correlation, 1007 

cytochrome c, 401 

development, 401 

malaria, 1007 

permethrin, 401 
environmental pollution, 

cadmium, 812 

Ixodes ticks anomalies, 812 

tick-born pathogens, 812 

vectorial capacity, 812 
enzootic vector, 

Aedes vexans, 452 

Culex pipiens, 452 

vector competence, 452 

West Nile virus. 452 


enzyme-linked immunosorbent 
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antibody, 470 

bloodmeal, 470 

mosquito, 470 

wildlife disease, 470 
epidemiological role, 

Mexico, 476 

Triatominae, 476 
epidemiology, 

Germany, 948 

Ixodes ricinus, 948 

Rickettsia helvetica, 948 

Rickettsia monacensis, 948 
equine, 

one-host tick, 1152 

piroplasmosis, 1152 

tick-borne transmission, 1152 

transovarial transmission, 1152 
essential oil, 

Ixodes ricinus, 88 

Tanacetum vulgare, 88 

terpenoids, 88 

tick repellents, 88 
esterase, 

cytochrome P450, 686 

expressed sequence tags, 686 

Hematobia irritans, 686 

insecticide resistance, 686 
Europe, 

albopictus, 347 
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excito-repellency, 
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Ixodes ricinus, 222 
pheromone, 222 
questing, 222 
knockdown resistance (kdr), 237, 
242, 260, 912 
Anopheles arabiensis, 242 
Anopheles gambiae, 237. 242, 
260 
bed bug, 1092 
Cameroon, 260 
deltamethrin resistance, 1092 
human head lice, 912 
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3-n-propylphenol, 638 
semiochemicals, 638 
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fertility, 1064 

genetic variability, 59 

heteroplasmy, 59 

microsatellite, 391 

mitochondrial DNA, 59, 391 
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RT-PCR, 
Leishmania, 133 
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Triatoma dimidiata, 
Chagas, 52 
Phyllosoma, 52 
population structure, 52 
salivary proteins, 52 
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